
Objectives of Barton Family Genetics Project Phase II, Phase III:
The objectives of this study are to further elucidate the genealogies of various Barton individuals to 
determine if common ancestry can be established.

Summary of Findings:
Of the 107 individuals participating in the Barton Family Genetics Project Phases I-III there were 
thirteen lineages identified (Figure 2 and Appendix A).  The majority of the participants belong to 
Barton Lineage I and share a common paternal ancestry with several families reaching back to the 
1600s including:  Thomas (1,2,3) Thomas m Abigail, Josiah, Solomon and a large number of other 
unattached branches dating to later times.  A discussion of each Lineage follows.

Barton Lineage I:
Barton Lineage I contains fifty seven individuals in fourteen haplotypes.  Barton Lineage Ia is shared by 
about half of the participants in this lineage.  Barton Lineages Ib-Il share 25 of 26 loci with Barton 
Lineage Ia placing their most recent common ancestor (MRCA) at 11 generations with a 95% confidence 
interval of  1.6 to 36.4 generations (Table 1).  This genetic data verifies the genealogies of all but three of 
the individuals who previously, through traditional genealogical methods, had connected to Thomas3.  
The genetic data of Barton Lineage I also served to connect 5 previously genealogically unlinked 
individuals, B-1, B-5, B-16, B-31, and B-39 to Barton Lineage I.  Also, the the line of Josiah, represented 
by B-23 through B-29 and B-35, was found to be part of Barton Lineage Ia.  

In addition to the three individuals, A-30, A-43, and B-34, who were believed to be documented 
descendents of Thomas3, there were several other individuals who were genealogically associated with 
individuals in Barton Lineage I, but the genetic data did not support those claims:
First, the genealogy of individual A-43 connected him to A-4, A-28, and A-49, who are all part of 	
Barton Lineage Ia, about six generations back at Benjamin (SC44 A25).  However, the genetic 	 	
data indicates that the MRCA for A-43 with these individuals is 17 generations with a 95% 	 	
confidence interval of 4.1 to 48.2 generations (Table 1).   Therefore, while it is likely that A-43 shares 
common ancestry with the three aforementioned individuals, Benjamin (SC44 A25) is only six 
generations back and therefore very close to the lowest possible generation limit of 4.1 generations,

Key to Nomenclature:
Ancestors from Barton DNA1- The ancestor will be defined as SC44 A##, meaning Special Case 44 
Ancestor##, where the ## is the original number assigned in Phase I of this study.
Participants- Designated by a letter indicating their phase (A-C), followed by a dash, and then a number 
signifying which participant they are in that phase.  For example, participant sixteen in Phase B would be 
designated as B-16.
Lineages- As explained on the At A Glance page, the various Barton Lineages are defined by a Roman 
numeral with the haplogroup of the lineage given a lower case letter.  For example, Barton Lineage XIII 
haplotype a will be called Barton Lineage XIIIa. 

Table 1:  Most Recent Common Ancestor (MRCA) 
analysis.  Data is reported in  number of generations.  
The Year of Birth (YOB) estimation is based on 25 
years per generation and an average participant birth 
year of 1950.
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Estimated year of bi
Lower Limit Upper Limit  for the common ancestor

 Barton Individuals belonging 
to the same Haplogroup
Barton Lineage Ia with  

Barton Lineages Ib-Il
Barton Lineage Im 

with Ie and Il

Barton Lineage Ia with Im 17.8 4.1 48.2 1505

11 1.6 36.4 1675

11

MRCA 95% Confidence Interval

18404.4 0.2 23.6

1.6 36.4 1675


